Ready-to-Eat Meat and Poultry Sampling Data — Data
Documentation

Overview

These data are the sampling results of FSIS’ routine RTE sampling programs. FSIS collects RTE samples
both randomly (RTEPROD_RAND)and using a risk based algorithm (RTEPROD_RISK). Additional
information can be found on the FSIS website.

http://www.fsis.usda.gov/wps/portal/fsis/topics/data-collection-and-reports/microbiology/testing-
program-for-rte-meat-and-poultry-products/testing-program-rte

Eachrow in this data set represents one sample collected and sent to an FSIS laboratory for analysis.
Eachsample is analyzed for both Lm and Salmonella Species.

Isolate characterization data will not be publicly posted in the datasets until the full characterization
profile is completed.

Data contained in this dataset on tested product from establishments are not sufficient to determine
an association to human illnesses. Further epidemiologic information is needed to determineifthere
is an association between the non-clinicalisolates and humanillnesses.

Data Dictionary

e EstablishmentID
0 Definition: A unique identifier that is used to identify an establishment across data
tablesin the FSIS databases.
e  EstablishmentNumber
0 Definition: A letter/number combination uniquely identifying each establishment.
e EstablishmentName
0 Definition: The name of an establishment on the FSIS grant of inspection.
e State
0 Definition: The state the establishment is located.
e ProjectCode
0 Definition: A short name given to easily identify a FSIS sampling project.
0 Projectsin this dataset
= RTEPROD_RAND-AReady-to-Eat (RTE) sampling project. All FSIS regulated RTE
producing establishments are eligible to be selected each month. Establishment
selectionis random.


http://www.fsis.usda.gov/wps/portal/fsis/topics/data-collection-and-reports/microbiology/testing-program-for-rte-meat-and-poultry-products/testing-program-rte
http://www.fsis.usda.gov/wps/portal/fsis/topics/data-collection-and-reports/microbiology/testing-program-for-rte-meat-and-poultry-products/testing-program-rte

= RTEPROD_RISK-A RTE sampling project. FSIS regulated RTE producing
establishments that produce at least one post-lethality exposed product are
eligible to be selected each month. Establishment selectionis risk based.

ProjectName
0 Definition: The name of the FSIS sampling project.
FormID
0 Definition: The form number usedto identify a specific sample.
CollectionDate
0 The datethe FSIS inspector collected the sample at the FSIS regulated establishment.
SampleSource
0 The type of product collectedin the sample.
ProductionAlternative
0 Definition: The production alternative used by the establishment to produce the
product that was sampled.
0 Possible Alternatives
= ALT 1-Theestablishment uses a post-lethality treatment (PLT) to reduce or
eliminate Lmin the product and an antimicrobial agent or process (AMAP) to
limit or suppress growth of Lmin the product.
= ALT 2 PLT (Post-Lethality Treatment)— The establishment uses a PLT to reduce
or eliminate Lm in the product.
= ALT 2 AMAP (Anti-Microbial Agent or Process)— The establishment uses AMAP
to limit or suppress growth of Lmin the product.
= ALT 3-Theestablishment relies on sanitationalone to control Lm in the
processing environment and on the product.
SalmonellaSPAnalysis
Definition: The result of the analysis for Salmonella Species in the sample.
Negative = Salmonella was not found in the sample
Positive = Salmonella was found in the sample.
All RTE samples with a positive Salmonella result were either prevented from going into
commerce due to test and hold or wererecalled.
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SalmonellaSerotype

0 Definition: The name of the distinct variation of the tested species of bacteria. Alist of
the serotypes that are more commonly associated with human illness can be found on
the CDC Website at:
https://www.cdc.gov/nationalsurveillance/salmonella-surveillance.html

0 When asample screens positive for Salmonella, there may be more thanone
Salmonella serotype present in the enrichment. During the laboratory confirmation
procedure, the enrichment broth is struckto agarose plates, andthose plates are
subsequently examined for typical colonies (those that appearto be Salmonella). As
instructedin the Microbiology Laboratory Guidebook, Chapter 4, section4.8.1,
laboratory staffare to, “pick at least one typical isolated colony from any of the plates.”



https://www.cdc.gov/nationalsurveillance/salmonella-surveillance.html
https://www.fsis.usda.gov/wps/wcm/connect/700c05fe-06a2-492a-a6e1-3357f7701f52/mlg-4.pdf?MOD=AJPERES
https://www.fsis.usda.gov/wps/wcm/connect/700c05fe-06a2-492a-a6e1-3357f7701f52/mlg-4.pdf?MOD=AJPERES

A colony would be from a single serotype, which could resultin the lab identifying one
serotype when multiple may be presentin the original sample.

e SalmonellaPFGEPattern
0 Definition: The specific patternidentified from Pulsed-Field Gel Electrophoresis, the
laboratory technique used to produce a DNA fingerprint for a group of the same type of
bacteria.
e SalmonellaAlleleCode
0 Definition: The allele code designationassigned by CDC-PulseNet based on the number
of differences in pre-defined genes, usedto analyze the Whole Genome Sequencing
(WGS) data. WGS is a DNA sequencing technology that can be used to help characterize
bacterial pathogens.
e SalmonellaAMRResistanceProfile
0 Definition: The antimicrobial resistance profile of the antimicrobial drugs phenotypically
testedto which isolates are found to be resistant using the National Antimicrobial
Resistance Monitoring System (NARMS) panel 5. The Food and Drug Administration
(FDA), in its Guidance 152 classified antimicrobial drugs based on importance of the
drug to human medicine. Isolates displaying resistance to multiple antimicrobial drugs
tested by the NARMS panel are classified according to the antimicrobial drug(s) with the
highest classification of risk. A resistance profile that is “pan-susceptible” means that
the isolateis not resistant toany of the antimicrobial drugs tested.

FDA’s Antimicrobial drug classification according to theirimportance to human medicine:

Antimicrobial Class Antimicrobial Drug Abbreviation FDA Classification
1st Generation Cephalothin CEP Important
Cephalosporins (Cefazolin)
(Cephems)
3rd Generation Ceftiofur TIO Critically Important
Cephalosporins
(Cephems)
Ceftriaxone AXO Critically Important
Aminoglycosides Amikacin AMI Highly Important
Apramycin APR Highly Important*
Gentamicin GEN Highly Important
Kanamycin KAN Highly Important
Streptomycin STR Highly Important
B-Lactam/B-Lactamase | Amoxicillin - Clavulanic | AUG Highly Important
Inhibitor Combinations | Acid (Amoxicillin)
Carbapenems Imipenem --- Highly Important
Carboxypenicillins Ticarcillin TIC Highly Important
Cephamycins Cefoxitin FOX Important
(Cephems)



https://www.fda.gov/regulatory-information/search-fda-guidance-documents/cvm-gfi-152-evaluating-safety-antimicrobial-new-animal-drugs-regard-their-microbiological-effects

Fluoroquinolones Ciprofloxacin CIP Critically Important
Folate Pathway Sulfamethoxazole SMX Not Classified
Inhibitors (1998-2003)
Sulfisoxazole (2004- FIS Not Classified
2009)
Trimethoprim- coT Critically Important
Sulfamethoxazole
Macrolides Azithromycin AZI Critically Important
Erythromycin ERY Critically Important
Phenicols Chloramphenicol CHL Highly Important
Florfenicol FFN Highly Important*
Quinolones Nalidixic Acid NAL Important
Ketolides Telithromycin TEL Not Classified
Lincosamides Clindamycin CLI Highly Important
Penicillins Ampicillin AMP Highly Important
Tetracyclines Tetracyclines TET Highly Important

*Where noted, FSIS has classified drugs approved for animal use only using the same classificationthat
FDA has designated for drugs in the same antimicrobial class that are approved for human use.

Critically Important (C): Antimicrobial drugs which meet BOTH criteria1 and 2 in
Appendix A of the FDA Guidance for Industry #152 are considered critically
important to human medical therapy.

Highly Important (H): Antimicrobial drugs which meet EITHER criterialor2 in
Appendix A of the FDA Guidance for Industry #152 are considered highly
important to human medical therapy.

Important (I): Antimicrobial drugs which meet EITHER criterion 3 and/or 4
and/or 5 in Appendix A of the FDA Guidance for Industry #152 are considered
important to human medical therapy.

Not Classified (NC): Antimicrobial drugs which are not given a classificationin
FDA’s Guidance for Industry#152 (dated October 23, 2003).

e ListeriaMonocytogeneseAnalysis
0 Definition: The result of the analysis for Listeria Monocytogenes (Lm) in the sample.

0 Negative=Lmwas not found in the sample
0 Positive = Lm was found in the sample.
0 AllRTE samples with a positive Lm result were either prevented from going into
commerce due to testand hold or were recalled.
e LmPFGEPattern

0 Definition: The specific patternidentified from Pulsed-Field Gel Electrophoresis, the
laboratory technique used to produce a DNA fingerprint for a group of the same type of
bacteria.

e LmAlleleCode



0 Definition: The allele code designationassigned by CDC-PulseNet based on the number
of differences in pre-defined genes, usedto analyze the Whole Genome Sequencing
(WGS) data. WGS is a DNA sequencing technology that can be used to help characterize
bacterial pathogens.

Relationship to Other Data

This data can be combined with other FSIS datasets using the EstablishmentIDvariable.

Notes and Limitations

Information about FSIS sampling laboratories and procedures can be found on the FSIS website.
http://www.fsis.usda.gov/wps/portal/fsis/topics/science/laboratories-and-procedures

http://www.fsis.usda.gov/wps/portal/fsis/topics/science/laboratories-and-procedures/guidebooks-and-
methods/microbiology-laboratory-guidebook/microbiology-laboratory-guidebook
NULL values indicate that the specific variable is not available for that record.

Starting with samples assigned and collected in October 2016, FSIS made a modification to its scheduling
algorithms to increase the likelihood of detecting positives. FSIS has identified improvements to the
sampling algorithm that could increase the Agency’s likelihood of detecting positives. These
improvements arein line with the FSIS Risk Assessment for Risk-Based Verification Sampling of Listeria
monocytogenes(2010), and include updating the method used to assign sampling tasks each month, as
well as updating several weighting factors used for RTEPROD_RISK such as the weighting factor used for
product group.

In addition, the sampling allocation will be modified so that the total number of RTEPROD samples is
split equally between the two projects (approximately 700 samples per month each). As a result of these
modifications, establishments might notice a slight change in the frequency of sampling requests over
time; however, the existing maximum of 1 RTEPROD sample per establishment per month will remain
unchanged. The existing minimum of 2 RTEPROD samples per establishment per year will alsoremain
unchanged.

Prior Analysis

Prior analysis using this data can be found on the FSIS website.
http://www.fsis.usda.gov/wps/portal/fsis/topics/data-collection-and-reports/microbiology/testing-
program-for-rte-meat-and-poultry-products/testing-program-rte



http://www.fsis.usda.gov/wps/portal/fsis/topics/science/laboratories-and-procedures
http://www.fsis.usda.gov/wps/portal/fsis/topics/science/laboratories-and-procedures/guidebooks-and-methods/microbiology-laboratory-guidebook/microbiology-laboratory-guidebook
http://www.fsis.usda.gov/wps/portal/fsis/topics/science/laboratories-and-procedures/guidebooks-and-methods/microbiology-laboratory-guidebook/microbiology-laboratory-guidebook
http://www.fsis.usda.gov/wps/portal/fsis/topics/data-collection-and-reports/microbiology/testing-program-for-rte-meat-and-poultry-products/testing-program-rte
http://www.fsis.usda.gov/wps/portal/fsis/topics/data-collection-and-reports/microbiology/testing-program-for-rte-meat-and-poultry-products/testing-program-rte
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